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ABL2 (Abelson homolog 2)

Identity
Other ARG (Abelson related gene)
names
ABLL
Hugo ABL2

Location 1925

bA152A16

ABL2 (1g25) - Courtesy Mariano Rocchi, Resources for Molecular Cytogenetics.
Laboratories willing to validate the probes are welcome : contact
rocchi@biologia.uniba.it

DNA/RNA
Transcription alternate splicing in 5 prime; 3.8 kb mRNA; ORF: 3548 bp

Protein

Description 1182 amino acids; 128 kDa; comprises SH3 and SH2 domains, a
protein tyrosine kinase domain, a nuclear localization domain

Function cytoplasmic tyrosine kinase
Homology SRC homology; closely related to ABL1

Implicated in
Entity t(1;12)(g25;p13) --> ABL2-ETV6
Disease acute non lymphocytic leukemia

Abnormal  the fusion protein is composed of the HLH oligomerization domain of
Protein ETV6 and the SH2, SH3, and protein tyrosine kinase domains of ABL2

External links
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Entrez Gene

Nomenclature
ABL?2
ABL2

ABL2 27 v-abl Abelson murine leukemia viral oncogene homolog 2
(arg, Abelson-related gene)

Cards
Atlas ABL21D226
GeneCards ABL2
Ensembl ABL2
Genatlas ABL2
GeneLynx ABL2
eGenome ABL2
euGene 27
Genomic and cartography
GoldenPath /:/Iilr__zzéog)]% chrl:177343380-177378808 - 1g25.2 (hg18-
Ensembl ABL2 - 1925.2 [CytoView]
NCBI Genes Cyto Gene Se( [Map View - NCBI]
OMIM Disease map [OMIM]
HomoloGene
ABL2
Genbank Gene and transcription
Genbank BC065912 [enTREZ]
Genbank BX538317 [ENTREZ]
RefSeq M35296 [ENTREZ]
RefSeq NM 005158 (srs; NM 005158 [EnTREZ]
AceView NM 007314 (skrs] NM 007314 [(enTrREZ]
TRASER ABL2 AceView - NCBI
Unigene ABL2 Traser - Stanford
Hs.159472 srs] Hs.159472 [ncei]  HS159472 [ spliceNest ]
SwissProt Protein : pattern, domain, 3D structure
Prosite P42684 srs] P42684 [expasy] P42684 [INTERPRO]
Prosite PS00107 PROTEIN_KINASE _ATP (srs; PS00107
— PROTEIN KINASE ATP [Expasy]
Prosite PS50011 PROTEIN_KINASE DOM srs; PS50011
EE— PROTEIN _KINASE DOM [ Expasy]
Prosite PS00109 PROTEIN _KINASE TYR [srs] PS00109
— PROTEIN KINASE TYR [Expasy]
Prosite PS50001 SH2 [srs] PS50001 SH2 [Eexpasy]
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Interpro PS50002 SH3 srs] PS50002 SHS [Expasy]

Interpro IPR001720 PI3kinase P85 srs; IPR001720 PI3kinase P85 [esi]
Interpro IPR0O00719 Prot_kinase [srs] IPR0O00719 Prot_kinase (esi]
Interpro IPR0O00980 SH2 [srs] IPR0O00980 SH2 [Esi]
Interpro IPR001452 SH3 (srs] IPR001452 SH3 (EBI]
Interpro IPR001245 Tyr pkinase (srs1 |IPR001245 Tyr pkinase [esi]
CluSTr IPR0O08266 Tyr pkinase AS [srs] IPR008266 Tyr pkinase AS [esi]
Pfam P42684
Pfam PF00017 SH2 srs] PF00017 SH2 [sanger; pfam00017 [NcBI-cDD]
Smart (E’DFD(])0018 SH3 1(srs; PF00018 SH3 1 [sanger] pfam00018 [ncsi-
SM00252 SH2 [emsL]
Smart
SM00326 SH3 [emsL]
Smart
SM00219 TyrKc [emsL]
Prodom
PD000001 Prot_kinase[Nnra-Toulouse]
Prodom
Prodom P42684 ABL2 HUMAN [ bomain structure] P42684 ABL2 HUMAN |
—_— sequences sharing at least 1 domain ]
PDO000001 iNrRA-Toulouse]
Prodom
Prodom P42684 ABL2_HUMAN (pomain strucure]  P42684 ABL2_ HUMAN |
—_— sequences sharing at least 1 domain |
PDO000001[NRA-Toulouse]
Prodom
Blocks P42684 ABL2 HUMAN [pomain stucture] P42684 ABL2 HUMAN |
—_— sequences sharing at least 1 domain ]
P42684
DIP Protein Interaction databases
IntAct P42684
P42684
OMIM Polymorphism : SNP, mutations, diseases
164690 [map]
GENECLINICS
164690
SNP
ABL2 [dbsNnP-NCBI]
SNP
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SNP NM 005158 [snp-Neiy
NP NM 007314 [snp-Nciy
ABL2 [Genesnps - utah] ABL2] [HeBASE - srs] ABL2 [sNP - HAPMAP]

Famil
Browser
General knowledge
SOURCE ABL2 [ucsc Family Browser]
SOURCE
NM 005158
SMD
SAGE NM_007314
Enzyme
Amigo Hs.159472
Hs.159472
. 2.7.1.112 [Enzyme-srs] 2.7.1.112 [Brenda-srs] 2.7.1.112 [kEGG
Amigo | 2.7.1.112 (wrr
nucleotide binding
Amigo
protein-tyrosine kinase activity
Amigo
ATP binding
Amigo
cytoplasm
Amigo
phosphoinositide 3-kinase complex
Amigo
protein amino acid phosphorylation
Amigo
intracellular signaling cascade
Amigo
transferase activity
BIOCARTA
phosphoinositide 3-kinase regulator activity
PubGene
Catabolic Pathways for Arginine , Histidine, Glutamate, Glutamine,
and Proline [Genes]
Probe
ABL2
Probe Other databases
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Probes
Cancer Cytogenetics (Bari)

PubMed
ABL2 Related clones (RZPD - Berlin)
PubMed
20 Pubmed reference(s) in LocusLink
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