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MLLT4 (myeloid/lymphoid or mixed-lineage leukemia 
(trithorax); translocated to, 4) 
Identity
Other names AF6 (ALL1 fused gene from chromosome 6) 
 MLLT4 (myeloid/lymphoid leukemia translocated to, n° 4) 
Hugo MLLT4 
Location 6q27 
  

 
  
  AF6 (6q27) - Courtesy Mariano Rocchi, Resources for Molecular Cytogenetics. 

Laboratories willing to validate the probes are welcome : contact rocchi@biologia.uniba.it 
  
DNA/RNA
Transcription 8 kb mRNA; coding sequence: 4.8 kb 
Protein
Description 1612 amino acids; contains a GLGF motif, which may have a role in 

membrane/cytoskeleton relations 
Expression widely expressed 
Localisation cytoplasmic 
Function may be involved in molecular transport system; signal transduction 
Homology cno (drosophila) 
Implicated in
Entity t(6;11)(q27;q23)/ANLL --> MLL/AF6 
Disease M4/M5 ANLL mainly 
Prognosis poor 
Cytogenetics may be overlooked; +8 is a frequent additional chromosome anomaly 
Hybrid/Mutated 
Gene 5' MLL- 3' AF6 
Abnormal 
Protein NH2-term MLL (with the AT hook and DNA binding motifs) and most of AF6 
    
External links
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 Nomenclature 
Hugo MLLT4 
GDB MLLT4 
Entrez_Gene MLLT4  4301  myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, 

Drosophila); translocated to, 4 
 Cards 

Atlas AF6 
GeneCards MLLT4 
Ensembl MLLT4 
CancerGene MLLT4 
Genatlas MLLT4 
GeneLynx MLLT4 
eGenome MLLT4 
euGene 4301 

 Genomic and cartography 
GoldenPath MLLT4  -  6q27   chr6:168046369-168171498 +  6q27    (hg17-May_2004) 
Ensembl MLLT4 - 6q27 [CytoView] 
NCBI Genes Cyto   Gene Seq [Map View - NCBI] 
OMIM Disease map [OMIM] 
HomoloGene MLLT4 

 Gene and transcription 
Genbank AB011399 [ SRS ]    AB011399 [ ENTREZ ] 
Genbank AL009178 [ SRS ]    AL009178 [ ENTREZ ] 
Genbank E13503 [ SRS ]    E13503 [ ENTREZ ] 
Genbank AB016898 [ SRS ]    AB016898 [ ENTREZ ] 
Genbank AB016902 [ SRS ]    AB016902 [ ENTREZ ] 
RefSeq NM_005936 [ SRS ]    NM_005936 [ ENTREZ ] 
RefSeq NT_086699 [ SRS ]    NT_086699 [ ENTREZ ] 
AceView MLLT4 AceView - NCBI 
TRASER MLLT4 Traser - Stanford 
Unigene Hs.549055 [ SRS ]    Hs.549055 [ NCBI ]     HS549055 [ spliceNest ]  

 Protein : pattern, domain, 3D structure 
SwissProt P55196 [ SRS]    P55196 [ EXPASY ]     P55196 [ INTERPRO ]  
Prosite PS50006 FHA_DOMAIN [ SRS ]    PS50006 FHA_DOMAIN [ Expasy ] 
Prosite PS50106 PDZ [ SRS ]    PS50106 PDZ [ Expasy ] 
Prosite PS50200 RA [ SRS ]    PS50200 RA [ Expasy ] 
Interpro IPR002710 DIL [ SRS ]    IPR002710 DIL [ EBI ] 
Interpro IPR000253 FHA [ SRS ]    IPR000253 FHA [ EBI ] 
Interpro IPR001478 PDZ [ SRS ]    IPR001478 PDZ [ EBI ] 
Interpro IPR000159 RA [ SRS ]    IPR000159 RA [ EBI ] 
Interpro IPR008984 SMAD_FHA [ SRS ]    IPR008984 SMAD_FHA [ EBI ] 
CluSTr P55196 
Pfam PF01843 DIL [ SRS ]    PF01843 DIL [ Sanger ]    pfam01843 [ NCBI-CDD ] 
Pfam PF00498 FHA [ SRS ]    PF00498 FHA [ Sanger ]    pfam00498 [ NCBI-CDD ] 
Pfam PF00595 PDZ [ SRS ]    PF00595 PDZ [ Sanger ]    pfam00595 [ NCBI-CDD ] 
Pfam PF00788 RA [ SRS ]    PF00788 RA [ Sanger ]    pfam00788 [ NCBI-CDD ] 
Smart SM00240 FHA [EMBL] 
Smart SM00228 PDZ [EMBL] 
Smart SM00314 RA [EMBL] 
Prodom PD003376 DIL[INRA-Toulouse] 
Prodom P55196 AFAD_HUMAN [ Domain structure ]   P55196 AFAD_HUMAN  [ sequences sharing at least 1 

domain ] 
Blocks P55196 

 Polymorphism : SNP, mutations, diseases 
OMIM 159559    [ map ]    
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GENECLINICS 159559 
SNP MLLT4 [dbSNP-NCBI]   
SNP NM_005936 [SNP-NCI]   
SNP MLLT4 [GeneSNPs - Utah]  MLLT4 [SNP - CSHL]  MLLT4] [HGBASE - SRS]   

 General knowledge 
Family Browser MLLT4 [UCSC Family Browser] 
SOURCE NM_005936 
SMD Hs.549055 
SAGE Hs.549055 
Amigo process|cell adhesion 
Amigo process|cell adhesion 
Amigo process|cell-cell signaling 
Amigo component|intercellular junction 
Amigo function|motor activity 
Amigo component|myosin 
Amigo function|protein C-terminus binding 
Amigo function|protein binding 
Amigo process|signal transduction 
PubGene MLLT4 

 Other databases 
 Probes 

Probe Cancer Cytogenetics (Bari) 
Probe MLLT4 Related clones (RZPD - Berlin) 
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