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Crapopenig penalty 10 Gapexfension penalty 05 Numberof perfect matches 373
Huuwiam
Cirnpina bk
Goxillly
Coowr
hlowse

Rad

Comsenss

Hurnan

Comnpanzee

Gomlla

Cow

Mowse

Rat

Comsensns

Hurnan
Carp amaeq
o il
Cow

M ouse
Rat
ComsenaLs

|
Cimnpamze
Gonlia
Cow

I o
Hat

o meseTiaLs
J TEATL
CImpande
o xillla
Cow

M ouse
Rat
Comsenans

M
Cinmpante
Goxills
Cow

M ouse
Hat
Comsenals
| TEATL
Cimnpanze
o xills
Cow

I ouse

H :1t
Comsenans

Cimnpanze
Goxilks
Cow

I ose
Rat

C o meeTiRL$

Hurnan
l:mpuu“
[ oW

N o

I 1t

[.nnp.mt_-e
Goxilks
Cow

il DU

Rat

L oTeensays

PTT:2

FITE1
MOUSE PTTCL

FRATFTTi:1

COW FTTGL

CHIMPANZEE FTTGI

CORILLAFITG]

HUMAN PTTI=1



